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Students will develop and implement a computational approach to predict the properties and func-

tions of protein variants through Deep Mutational Scanning (DMS), utilizing protein structure mod-
els and protein language models covered in the course.

TEAM WANG

1 Problom 1: XXX

“TENT” [1] is awesome! Wang et al. [1] are great!

Lorem ipsum dolor sit amet, consectetur adipiscing elit, sed do eiusmod tempor incididunt ut labore et
dolore magna aliqua. Ut enim ad minim veniam, quis nostrud exercitation ullamco laboris nisi ut aliquip
ex ea commodo consequat. Duis aute irure dolor in reprehenderit in voluptate velit esse cillum dolore eu
fugiat nulla pariatur. Excepteur sint occaecat cupidatat non proident, sunt in culpa qui officia deserunt
mollit anim id est laborum.

2 Problom 2: YYY
3 Problom 3: ZZZ
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